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 (current as of January 15, 2018) Program

SUNDAY, FEBRUARY 4

16:00–20:00 Pre Function Arrival and Registration

18:00–20:00 Granhall Welcome Mixer

18:00–20:00 Granhall Light Meal – Provided by Granlibakken

MONDAY, FEBRUARY 5

07:00–08:00 Granhall Breakfast

08:00–09:00 Mountain/Lake Welcome and Keynote Address
  *Georgios Skiniotis, Stanford University, USA
  *Andrew B. Ward, The Scripps Research Institute, USA
  *Elizabeth Villa, University of California, San Diego, USA
  Patrick Cramer, Max Planck Institute for Biophysical Chemistry, Germany
  Integrated Structural Biology of Gene Transcription.....2

09:00–11:30 Mountain/Lake Visualizing Cells
  *Elizabeth Villa, University of California, San Diego, USA
  Opening Windows into the Cell:  
  Bringing Structure to Cell Biology using Cryo-Electron Tomography.....N/A
  Coffee Break
  Grant J. Jensen, California Institute of Technology, USA
  Structure and Function of the Bacterial Type IV Secretion System  
  through Electron Cryotomography.....5
  Mark H. Ellisman, University of California, San Diego, USA
  Revealing Secrets Hiding in Plain Sight.....3
  Christina Heroven, MRC Laboratory of Molecular Biology, UK (1031)
  Short Talk: In-situ Structural Studies of RPTPmu by Cryo-Electron    
  Tomography of FIB Milled Cells.....25
  Kanika Khanna, University of California, San Diego, USA (2008)
  Short Talk: Understanding Morphological Changes Accompanying  
  Sporulation in B. subtilis using in situ Cryo-Electron Tomography......30

  On Own for Lunch

11:30–13:00 Bay Poster Setup

13:00–22:00 Bay Poster Viewing

16:30–17:00 Pre Function Coffee Available

All abstracts are now available on your Keystone Symposia online account or our meeting mobile app at apps.eventmobi.com/ks. Full talk speaker abstracts are in the  
“Speaker Abstracts” section, and short talk speaker abstracts are in the “Poster Abstracts” section (poster abstract number is shown in parentheses in the program above).
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MONDAY, FEBRUARY 5 (continued)

17:00–19:00 Mountain/Lake Visualizing Subcellular Compartments
  Daniela Nicastro, University of Texas Southwestern Medical Center, USA
  Probing the Molecular Organization of Cells and Organelles  
  using Cryo-Electron Microscopy.....7
  Jun Liu, Yale School of Medicine, USA
  High-Throughput Cryo-Electron Tomography:  
  Visualizing Host-Pathogen Interactions at High Resolution.....5
  *Kay Grünewald, University of Oxford, UK
  
  Joshua Hutchings, Birkbeck College, UK (1032)
  Short Talk: Cryo-EM Tomography and Subtomogram Averaging of COPII 
  Assembled on Membranes.....26

19:00–20:00 Granhall Dinner

19:30–22:00 Bay Poster Session 1
  Poster sessions provide exciting opportunities for engagement between all 
  levels of investigators. Abstracts beginning with the number 1 are featured 
  during this poster session. Don’t miss the plasma screen e-posters during  
  this session!

20:00–21:00 Bay Social Hour

TUESDAY, FEBRUARY 6

07:00–08:00 Granhall Breakfast

08:00–11:15 Mountain/Lake Translational Cryo-EM
  *Andrew B. Ward, The Scripps Research Institute, USA
  Structure-Based Vaccine Design.....8
  Tom Ceska, UCB Celltech, UK
  Cryo EM as a Tool for Structure Determination in Industry.....2
  Coffee Break
  Seungil Han
  Applications of Cryo-EM in Small Molecule and Biologics Drug Design.....4
  Christian Wiesmann, Novartis, Switzerland
  Cryo-Em: A New Tool for Drug Discovery at Novartis.....9
  Gregory Martin, Oregon Health & Science University, USA (2024)
  Short Talk: Anti-Diabetic Drug Binding Site in KATP Channels Revealed by Cryo-EM.....38
  Chitra Shintre, University of Oxford, UK (3015)
  Short Talk: Structure of the Polycistic Kidney Disease TRP Channel PC2.....48

  On Own for Lunch

11:15–13:00 Bay Poster Setup

13:00–22:00 Bay Poster Viewing

*Session Chair; ( ) = abstract number



 (current as of January 15, 2018) Program

TUESDAY, FEBRUARY 6 (continued)

14:30–16:30 Mountain/Lake Workshop 1: Specimen Preparation and Troubleshooting 
  for Single-Particle Work
  *Iban Ubarretxena, Icahn School of Medicine at Mount Sinai, USA (3032)
  Structures of Key Intermediates in the Human Mitochondrial Chaperonin 
  Reaction Cycle.....53
  Anika L. Burrell, University of Washington, USA (1012)
  Human IMPDH1 Retinal Degeneration Mutations Promote Polymer Assembly.....15
  Joel Butterwick, Rockefeller University, USA (1013)
  Cryo-EM Structure of Orco: The Molecular Basis for Insect Olfaction.....16
  Ziao Fu, Columbia University, USA (1027)
  Lipid Bilayer Structure in Native Cell Membrane Nanoparticles  
  of Multidrug Exporter AcrB.....23
  Jonas Barandun, Rockefeller University, USA (1004)
  Structure of the Earliest Stable Precursor of the Ribosome –  
  the Small Subunit Processome.....11
  Vignesh Kasinath, University of California, Berkeley, USA (2006)
  Cryo-EM Structure of the Full Human PRC2 and Regulation  
  by AEBP2 and JARID2.....29
  Qianhui Qu, Stanford University, USA (3003)
  Structure of a Histone H3K4 Methyltransferase COMPASS.....43
  Julia Brasch, Columbia University, USA (1009)
  Assembly of Clustered Protocadherin Neuronal Recognition Complexes    
  Studied by X-ray Crystallography and Cryo-electron Tomography.....14
  Cristina Puchades, The Scripps Research Institute, USA (3002)
  Hand-Over-Hand: How ATP Drives Protein Translocation.....42
  Harry Low, Imperial College, UK (2017)
  Architecture of a Bacterial Type II Secretion System.....35

16:30–17:00 Pre Function Coffee Available

17:00–19:00 Mountain/Lake Frontiers in Cryo-EM
  Andrej Sali, University of California, San Francisco, USA
  Integrative Modeling of Biomolecular Assembly Structures and Pathways.....8
  *Sharon Grayer Wolf, Weizmann Institute of Science, Israel
   
  Electron Tomography.....9
  David Baker, University of Washington, USA
  De novo Design of Self-Assembling Protein Nano Materials .....1  
  Yuxi Liu, University of California, Los Angeles, USA (2015)
  Short Talk: Near-Atomic Resolution Cryo-EM for a Small Protein  
  on a Symmetric Imaging Scaffold......34

19:00–20:00 Granhall Dinner

19:30–22:00 Bay Poster Session 2
  Poster sessions provide exciting opportunities for engagement between all 
  levels of investigators. Abstracts beginning with the number 2 are featured 
  during this poster session. Don’t miss the plasma screen e-posters during  
  this session!

20:00–21:00 Bay Social Hour

*Session Chair; ( ) = abstract number
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WEDNESDAY, FEBRUARY 7

07:00–08:00 Granhall Breakfast

08:00–11:00 Mountain/Lake Cryo-EM of Small Single Particles
  Dmitry Lyumkis, The Salk Institute for Biological Studies, USA
  High-Resolution Cryo-EM Studies of Retroviral Intasomes.....6
  Maofu Liao, Harvard Medical School, USA
  Single Particle Cryo-EM Studies of Lipid-Protein Interactions.....5
  Coffee Break
  *Gabriel C. Lander, The Scripps Research Institute, USA
  How Low Can You Go? Size and Resolution Limits using Conventional Cryo-EM.....5
  Moran Shalev-Benami, Stanford University, USA (3014)
  Short Talk: Cryo-EM Structure of the Synaptic Wiring Protein Teneurin.....47
  Christopher P. Hill, University of Utah, USA (2033)
  Short Talk: Structural Basis for Protein Translocation by the Vps4 AAA ATPase.....25
  Daniel Southworth, University of California, San Francisco, USA (3036)
  Short Talk: Visualizing the Substrate Translocation Mechanism  
  of the Hsp104 AAA+ Disaggregase.....48

  On Own for Lunch

11:00–13:00 Bay Poster Setup

13:00–22:00 Bay Poster Viewing

14:30–16:30 Mountain/Lake Workshop 2: Modeling and Refining Structures of Macromolecules  
  in Cryo-EM Maps
  *Gunnar Schroeder, Forschungszentrum Julich, Germany (3013)
  Fibril Structure of Amyloid- (1-42) by Cryo-Electron Microscopy.....47
  Jane S. Richardson, Duke University, USA (3007)
  CaBLAM – A New Tool Designed to Validate 2.5-4Å Models from Cryo-EM
  Doo Nam Kim, Los Alamos National Laboratory, USA (2010)
  CryoFIT: Flexible Fitting of Biomolecule Structures from Cryo-EM Maps  
  with User-Friendly Molecular Dynamics Simulation
  Jianpeng Ma, Baylor College of Medicine, USA (2021)
  Application of Parallel Continuous Simulated Tempering to Cryo-EM 
  Structural 
  Abhishek Singharoy, Arizona State University, USA (3016)
  Molecular Dynamics Flexible Fitting at sub-5 Å Resolution
  Till Rudack, Ruhr University Bochum, Germany (3010)
  ModelMaker: An Interactive Integrative Modeling Tool to Build Complete 
  Macromolecular Machines
  Kelly Brock, Harvard Medical School, USA (1010)
  

16:30–17:00 Pre Function Coffee Available

*Session Chair; ( ) = abstract number
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*Session Chair; ( ) = abstract number

WEDNESDAY, FEBRUARY 7 (continued)

17:00–19:15 Mountain/Lake Cryo-EM of Large Macromolecular Assemblies
  Kiyoshi Nagai, Medical Research Council, UK
  Cryo-EM Snapshots of the Spliceosome Provide Insights into  
  the Mechanism of Pre-mRNA Splicing.....7
  Gira Bhabha, New York University School of Medicine, USA
  Architectures of Lipid Transport Systems in Bacteria.....1
  *Adam Frost, University of California, San Francisco, USA
  Function Follows Form: Cryo-EM Insights into Cell Biology.....N/A
  Eva Nogales, University of California, Berkeley, USA
  Challenges and Progress in the Study of Large Human Complexes  
  in Gene Expression Regulation.....8

19:15–20:15 Granhall Dinner

19:30–22:00 Bay Poster Session 3
  Poster sessions provide exciting opportunities for engagement between all 
  levels of investigators. Abstracts beginning with the number 3 are featured 
  during this poster session. Don’t miss the plasma screen e-posters during 
  this session!

20:00–21:00 Bay Social Hour

THURSDAY, FEBRUARY 8

07:00–08:00 Granhall Breakfast

08:00–11:15 Mountain/Lake Cryo-EM of Membrane Proteins
  *Georgios Skiniotis, Stanford University, USA
  Cryo-EM Visualization of G Protein-Coupled Receptors.....N/A
  Judy Hirst, University of Cambridge, UK
  CryoEM Structure of Mammalian Respiratory Complex I, an Asymmetric  
  1 MDa Energy-Converting Enzyme.....4
  Coffee Break
  Doreen Matthies, National Institutes of Health, USA
  Single Particle Cryo-EM of a 200 kDa Magnesium Ion Channel.....6
  Eric Gouaux, Oregon Health & Science University, USA
  Structure and Mechanism of AMPA Receptor – Auxiliary Protein Complexes.....4
  Kei Saotome, The Scripps Research Institute, USA (3012)
  Short Talk: Structure of the Mechanically Activated Ion Channel Piezo1.....46
  Luke H. Chao, Massachusetts General Hospital, USA (1017)
  Short Talk: Single Particle Cryo-EM Studies of Mitochondrial  
  Inner-Membrane Fusion.....19

  On Own for Lunch

16:30–17:00 Pre Function Coffee Available
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THURSDAY, FEBRUARY 8 (continued)

17:00–18:00 Mountain/Lake Recent Technological Advances in Cryo-EM
  Radostin Danev, Max Planck Institute of Biochemistry, Germany
  Single Particle Imaging with the Volta Phase Plate.....2
  *Bridget Carragher, New York Structural Biology Center, USA
  .....1

18:00–18:45 Mountain/Lake Closing Keynote Address
  Joachim Frank, Columbia University, USA
  Story in a Sample: Multiple Ribosome Structures in a Single Cryo-EM Experiment.....N/A

18:45–19:00 Mountain/Lake Meeting Wrap-Up: Outcomes and Future Directions (Organizers)

19:00–20:00 Granhall Dinner

19:00–20:00 Granhall Social Hour

20:00–23:00 Granhall Entertainment

FRIDAY, FEBRUARY 9 Departure

*Session Chair; ( ) = abstract number

Congratulations to Dr. Joachim Frank on his 2017  



Poster Session 1

 Monday, February 5 | 19:30–22:00

Bay

Presenter  Poster # Abstract Title

Aller, Stephen 1001  e-poster Structure of the Nematode Endosymbiont Xenorhabdus nematophilus  
  Toxin Complex A at 3.1 A resolution.....10

Axelrod, Jeremy 1002 A laser-based Zernike phase plate for cryo-em: recent progress  
  and future prospects.....10

Aydin, Halil 1003 The structural basis of regulated sphingolipid synthesis.....11

Barandun, Jonas 1004 Structure of the earliest stable precursor of the ribosome –  
  the small subunit processome.....11

Bergeron, Julien 1005  e-poster Structural characterization of the R-body complex, a macromolecular  
  piston-like nano-machine.....12

Berndsen, Zachary 1006 Heterogeneity and Dynamics in the HIV-1 Envelope Glycan Shield.....12

Bigalke, Janna 1007 Cryo EM structure of the activated receptor tyrosine kinase RET signalling   
  complex reveals the importance of its cysteine rich domain.....13

Boehning, Jan 1008 Structural analysis of a Parkinson’s Disease LRRK2 mutant via cellular  
  cryo-electron tomography and sub-tomogram averaging.....13

Botte, Mathieu 1033 Structure Based Drug Discovery of Membrane Protein Targets for Medicine  
  that Matters.....14

Brasch, Julia 1009 Assembly of Clustered Protocadherin neuronal recognition complexes studied   
  by X-ray crystallography and cryo-electron Tomography.....14

Brock, Kelly 1010 Using evolutionary couplings to help build and refine cryoEM models.....14

Buffalo, Cosmo 1011 Role of the dileucine motif in Nef-induced trimerization of the Arf1:AP-1 clathrin  
  adaptor complex .....15

Burrell, Anika 1012 Human IMPDH1 retinal degeneration mutations promote polymer assembly.....15

Butterwick, Joel 1013 Cryo-EM Structure of Orco: The Molecular Basis for Insect Olfaction.....16

Byrd, R. 1014 Design and Construction of Membrane Surface Complexes for Magnetic   
  Resonance and CryoEM Studies.....16

Cash, Jennifer 1015 Structural Snapshots of a Dynamic Process in the Regulation of P-Rex,  
  a Metastatic Factor.....17

Castano, Daniel 1037 Dynamo: flexible software tools for cryoelectron tomography data......17

Cavadini, Simone 1034 The molecular basis for UV-damage recognition in chromatin.....18

Chang, Wen 1016 Structure analyses of vaccinia viral A26 protein that is critical for mature  
  virus endocytosis.....18

Chao, Luke 1017 Single particle Cryo-EM studies of mitochondrial inner-membrane fusion.....19

Chen, James 1018  e-poster Super-resolution Single-Particle Electron Microscopy.....19

Chmielewski, David 1035 CryoEM structure of Mayaro virus: a re-emerging New World alphavirus.....19

Listing is in alphabetical order by presenter’s last name. 
Poster abstracts are viewable on the mobile app or on your Keystone Symposia online account. 
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Monday, February 5 | 19:30–22:00

Bay

Presenter  Poster # Abstract Title

Listing is in alphabetical order by presenter’s last name. 
Poster abstracts are viewable on the mobile app or on your Keystone Symposia online account. 

Christie, Michelle 1019 Deciphering the structure of a novel class of cholesterol-dependent  
  cytolysin like proteins.....20

Clark, Lindsay 1020 Cryo-EM studies of the human sterol transporter G5G8 in nanodiscs.....20

Croxford, Matthew 1021  e-poster Silicon Nitride as a Platform for Cryo-Electron Tomography Based Structural  
  Cell Biology .....21

Davies, Simon 1023 Use of Amphipathic Polymers in Preserving Native Lipids for Membrane Proteins  
  in Cryo-EM.....21

Ekiert, Damian 1025 Architectures of lipid transport systems for the bacterial outer membrane.....22

Freyberg, Zachary 1026  e-poster Ribosome-Associated Vesicles:  
  a dynamic vesicular endoplasmic reticulum in secretory cells .....22

Fu, Ziao 1027 Lipid Bilayer Structure in Native Cell Membrane Nanoparticles  
  of Multidrug Exporter AcrB.....23

Gan, Lu 1028 Exploration of eukaryotic nuclei at molecular resolution.....23

Greber, Basil 1029 The cryo-EM structure of human TFIIH.....24

Harris, Audray 1030 Structures of nanoparticle immunogens for vaccine development.....24

He, Jun 1036 Embracing cryoEM in drug discovery.....25

Heroven, Christina 1031 In-situ structural studies of RPTPmu by cryo-electron tomography  
  of FIB milled cells.....25

Hutchings, Joshua 1032 Cryo-EM tomography and subtomogram averaging of COPII assembled  
  on membranes.....26

Kollman, Justin 1038 Polymerization of CTP synthase homologs in different filament geometries   
  generates regulatory diversity.....33

Luo, Yu-Chun 1039 Purification of vaccinia viral a26 protein for biochemical analysis  
  and crystallization.....36



Poster Session 2

Tuesday, February 6 | 19:30–22:00

Bay

Presenter  Poster # Abstract Title

Listing is in alphabetical order by presenter’s last name. 
Poster abstracts are viewable on the mobile app or on your Keystone Symposia online account. 

Hill, Christopher 2033 Structural basis for protein translocation by the Vps4 AAA ATPase.....25

Huynh, Kevin 2001  e-poster CryoEM Structure of the Human Sodium-Coupled Acid-Base Transporter NBCe1.....26

Ivanov, Ivaylo 2002 Electron microscopy and integrative modeling shed light on the mechanisms  
  of transcription initiation.....27

Januliene, Dovile 2003 Structure of the human MHC-I peptide-loading complex.....27

Kalia, Raghav 2004 Structural Basis of Mitochondrial Receptor Binding and GTP-Driven    
  Conformational Constriction by Dynamin-Related Protein 1.....28

Kang, Jin Young 2005 Molecular mechanism of RNA hairpin-stabilized pause and pause inhibition  
  by elongation factors NusG and RfaH during bacterial transcription.....28

Kasinath, Vignesh 2006 Cryo-EM structure of the full human PRC2 and regulation by AEBP2 and JARID2.....29

Kefauver, Jennifer 2007 Architecture of Volume-Regulated Anion Channels.....29

Khanna, Kanika 2008  e-poster Understanding morphological changes accompanying sporulation in B. subtilis   
  using in situ cryo-electron tomography.....30

Khayat, Reza 2009 Mechanism of cellular recognition and entry by porcine circovirus 2.....30

Kim, Doo Nam 2010  e-poster CryoFIT: Flexible Fitting of Biomolecule Structures from Cryo-EM Maps  
  with User Friendly Molecular Dynamics Simulation.....30

Kim, Laura 2011 The Ins and Outs of Benchmarking your cryo-TEM.....32

Kim, Seung Joong 2034 Structural and Functional Anatomy of a Nuclear Pore Complex.....31

Kirchdoerfer, Robert 2012 Structural insights into the SARS Spike-ACE2 receptor complex.....32

Kizziah, James 2013 Staphylococcus aureus pathogenicity islands use competing scaffolding   
  proteins for the molecular pirating of bacteriophage capsids.....32

Liang, Bo 2035 Structure and Regulation of Respiratory Syncytial Virus RNA Polymerase.....33

Liu, Yuxi 2015 Near-atomic resolution cryo-EM for a small protein on a symmetric  
  imaging scaffold.....34

Lo, Yu-Hua (Daisy) 2016 Structural Analysis Reveals the Features of Ribosome Assembly Factor  
  Nsa1/WDR74 Important for Localization and Interaction with the  
  AAA-ATPase Rix7/NVL2.....34

Low, Harry 2017 Architecture of a bacterial type II secretion system.....35

Lucato, Christina 2018 An integrated structural characterization of P-Rex1 activity in cancer cell signaling.....35

Ludlam, William 2019 Structure of the mLST8-CCT Folding Complex.....35

Luo, Min 2020 Cryo-EM reveals directional R-loop formation and substrate handover    
  mechanisms in Type I CRISPR-Cas system.....N/A

Ma, Jianpeng 2021 Application of Parallel Continuous Simulated Tempering to Cryo-EM structural   
  refinement at near-atomic resolution.....36
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Presenter  Poster # Abstract Title
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Ma, Jinbiao 2022 Cryo-EM study of RISC loading complex Dicer2-R2D2.....37

Mangala Prasad, Vidya 2023 Using cryo-electron tomography and sub-tomogram averaging to study  
  the integrated virus fusion machinery in intact influenza virions.....37

Martin, Gregory 2024 Anti-diabetic drug binding site in KATP channels revealed by Cryo-EM.....38

Martinez-Ortiz, Wilnelly 2025  e-poster Conserved structural motifs can be used to improve cryoEM modeling  
  of voltage gated ion channels.....38

Mishanina, Tatiana 2026 Global conformational changes in RNA polymerase accompany nascent RNA   
  hairpin-stabilized transcriptional pause.....39

Morris, Kyle 2027 HIV-1 Nef as a cargo-selective switch in hijacking AP-1 clathrin adaptor complexes.....39

Navarro, Paula 2028 Corpora amylacea are dense membranous labyrinths containing intact    
  mitochondria and vesicles.....39

Nguyen, Thi Hoang Duong 2029 Cryo-EM structure of human telomerase and new insights into its assembly  
  and function.....40

Pallesen, Jesper 2031 Conformational Plasticity in Viral Glycoproteins.....40

Phillips, Chris 2032 Mechanistic insights into PIKK family function:  
  High resolution cryoEM studies of ATM, ATR and DNA-PK provide a structural   
  basis to understanding the regulation of the DNA damage response.....41

Porebski, Przemyslaw 2038 Molstack - platform for comparative presentation of density maps  
  and their interpretations.....41

Pryor, Jr., Edward 2039 An update on detergent usage in Cryo-EM structure determination  
  of membrane proteins......42

Roll-Mecak, Antonina 2040 Mechanistic insights from the cryo-EM visualization of the microtubule severing   
  enzyme katanin.....45

Sterling, Sarah 2036 Structural characterization of septin filaments and their membrane association.....49

Turner, Hannah 2037 Visualizing polyclonal HIV vaccine responses using single particle  
  electron microscopy.....52
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Wednesday, February 7 | 19:30–22:00

Bay

Presenter  Poster # Abstract Title

Listing is in alphabetical order by presenter’s last name. 
Poster abstracts are viewable on the mobile app or on your Keystone Symposia online account. 

Pillon, Monica 3001 Structure of the Essential Eukaryotic Grc3/Las1 RNA Processing Machinery.....41

Puchades, Cristina 3002 Hand-over-hand: How ATP drives protein translocation.....42

Qu, Qianhui 3003 Structure of a histone H3K4 methyltransferase COMPASS.....43

Razi, Aida 3005 Ribosome biogenesis: emerging view for a central role of assembly factors  
  in the maturation of the ribosomal subunits functional core using Cryo-EM.....43

Rheinberger, Jan 3006 Structural and Functional Characterization of a Cyclic Nucleotide-gated  
  Ion Channel.....44

Richardson, Jane 3007 CaBLAM – A New Tool Designed to Validate 2.5-4Å Models from CryoEM.....44

Rodriguez, Alejandro 3008 Inhibitory Role of Functionalized Fullerenes in HIV-1 Maturation.....44

Roh, Soung Hun 3009 The 3.5 Å CryoEM Structure of Nanodisc Reconstituted Yeast Vacuolar ATPase  
  Vo Proton Channel.....45

Rudack, Till 3010 ModelMaker: An interactive integrative modeling tool to build complete   
  macromolecular machines.....45

Santosh, Vishaka 3011 Understanding AAV DNA packaging.....46

Saotome, Kei 3012 Structure of the Mechanically Activated Ion Channel Piezo1.....46

Schroeder, Gunnar 3013 Fibril structure of amyloid-ß(1-42) by cryo-electron microscopy.....47

Shalev-Benami, Moran 3014 Cryo-EM structure of the synaptic wiring protein Teneurin.....47

Shintre, Chitra 3015  e-poster Structure of the polycistic kidney disease TRP channel PC2.....48

Singharoy, Abhishek 3016  e-poster Molecular Dynamics Flexible Fitting at sub-5 Å Resolution....48

Southworth, Daniel 3036 Visualizing the Substrate Translocation Mechanism of the Hsp104  
  AAA+ Disaggregase......48

Su, Min 3017 Go Beyond Gctf in CTF Determination for Tilt Application in Single-Particle Cryo-EM.....50

Su, Zhaoming 3018 Electron Cryo-Microscopy Reveals Essential Ebola Nucleoprotein Interactions  
  in Nucleocapsid-like Helical Assembly.....49

Sun, Chang 3019  e-poster Cryo-EM structure of alternative complex III/ aa3 cytochrome oxidase    
  supercomplex from Flavobacterium johnsoniae.....50

Sun, Stella 3020 Flagellum couples cell shape to motility in Trypanosoma brucei.....51

Tsai, Chi-Hang 3039 Differential Vaccinia Virus entry and innate immune signaling in macrophages.....51

Tsutakawa, Susan 3021 Small angle X-ray scattering for data assisted protein structure prediction  
  in CASP12 with prospects to improve accuracy of predictions.....52

Ubarretxena, Iban 3032  e-poster Structures of key intermediates in the human mitochondrial chaperonin   
  reaction cycle.....53

Wang, Jinliang 3023 A Point Mutation that Leads to a Human Neurodegenerative Disorder    
  Destabilizes the Heat Shock Protein 60 Chaperonin.....53



Poster Session 3

Wednesday, February 7 | 19:30–22:00

Bay

Presenter  Poster # Abstract Title
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Wang, Yuhang 3024  e-poster Multisegment Molecular Dynamics Flexible Fitting for cryo-EM......53

Watanabe, Reika 3025 The in situ structural analysis of a pathogenic mutant LRRK2 protein  
  in Parkinson’s Disease using cryo-electron tomography.....54

Williams, James 3026 Visualizing mechanisms of influenza virus neutralization by intact IgG  
  and Fab fragments requires complementary electron microscopy approaches.....54

Williamson, James 3033 Assembly of the Bacterial Large Ribosomal Subunit.....55

Woldeyes, Rahel 3027 Using X-ray Free Electron lasers to visualize solvent in the M2 proton channel.....55

Wu, Chao 3037 CryoEM structure and biochemical analysis reveal assembly and regulation   
  mechanisms of Ebola nucleocapsid in viral RNA synthesis.....56

Wysocki, Vicki 3034 Native MS in Structural Biology: Surface Collisions of Protein  
  and Nucleoprotein Complexes.....56

Xu, Pengbiao 3038 Structural insights into the role of phosphorylated IRF3 in IFN-β transcription.....57

Yokom, Adam 3028 Conformational dynamics reveal translocation mechanism of Hsp104,  
  a yeast AAA+ disaggregase.....57

Zhang, Cheng 3035 Ribosome labeling: a method for high-resolution structural analysis  
  of small RNAs using cryoEM.....58

Zhao, Rui 3029  e-poster CryoEM structure of the yeast spliceosomal P complex at 3.3 Å resolution,  
  the last major piece of the missing puzzle in the splicing cycle.....58

Zhou, Keda 3030 Single particle cryoEM reveals the specific recognition of centromeric    
  nucleosomes by CENP-N.....59

Zhou, Qiangjun 3031 The Primed SNARE-Complexin-Synaptotagmin Complex  
  for Neurotransmitter Release.....59




