
•  

 

 

 

 

 

 
 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 ISBN: 978-1-7138-5255-1 

14th International Conference  
on Bioinformatics and 
Computational Biology  
(BICOB 2022) 

Online 
21-23 March 2022 

 

Editors: 
 
Hisham Al-Mubaid 
Tamer Aldwairi 
Oliver Eulenstein 
 
 

 

 

EPiC Series in Computing Volume 83 
 

 



Printed from e-media with permission by: 

 

Curran Associates, Inc. 

57 Morehouse Lane 

Red Hook, NY  12571 

 

 
 

Some format issues inherent in the e-media version may also appear in this print version. 

 

 

 

 

 

 

 

 

 

 

 

 

 

Copyright© (2022) by the International Society for Computers and Their Applications 

All rights reserved. Reproduction in any form without the written consent of ISCA is prohibited. 

 

ISBN: 978-1-7138-5255-1 

 

Printed with permission by Curran Associates, Inc. (2022) 

  

For permission requests, please contact the International Society for Computers and Their Applications 

at the address below. 

  

International Society for Computers and Their Applications 

64 White Oak Court 

Winona, MN 55987 

USA 

 

 

Phone:  (507) 458-4517 

 

 

isca@ipass.net 
 

 

Additional copies of this publication are available from: 

 

Curran Associates, Inc. 

57 Morehouse Lane 

Red Hook, NY 12571 USA 

Phone:  845-758-0400 

Fax:      845-758-2633 

Email:   curran@proceedings.com 

Web:     www.proceedings.com 



TABLE OF CONTENTS 

 

Identification and Analysis of Alternative Splicing in Soybean Plants ................................................................ 1 

X. Min, T. Kasamias, M. Wagner, A. Ogunbayi, F. Yu 

Learning Gene Regulatory Networks Using Graph Granger Causality .............................................................. 10 

P. Patil, M. Vaida 

Guiding Protein Conformation Sampling with Conformation Space Maps ....................................................... 20 

A. Zaman, K. Jong, A. Shehu 

Signed Rearrangement Distances Considering Repeated Genes and Intergenic Regions .................................. 31 

G. Siqueira, A. Alexandrino, Z. Dias 

Simple Evolutionary Algorithm for Quantifying How Medical History Factors Predict Disease 

Outcomes ............................................................................................................................................................ 43 

J. Camp, H. Al-Mubaid 

Analysis of AlphaFold2 for Modeling Structures of Wildtype and Variant Protein Sequences ......................... 53 

A. Kabir, T. Inan, A. Shehu 

SARS-CoV-2 Variants Classification and Characterization ............................................................................... 66 

S. Borgato, M. Bottino, M. Lovino, E. Ficarra 

A Novel Approach for Mapping Ambiguous Sequences of Transcriptomes ..................................................... 76 

T. Aldawiri, B. Nanduri, M. Ramkumar, A. Perkins 

Interpretable Image Classification Model Using Formal Concept Analysis Based Classifier ............................ 86 

M. Khatri, A. Voshall, S. Batra, S. Kaur, J. Deogun 

Variation of miRNA Target Sites in the Human Genome .................................................................................. 96 

B. Bellomo, H. Piontkivska, A. Bansal 

Transfer Learning Pre-Training Dataset Effect Analysis for Breast Cancer Imaging ...................................... 108 

C. Bulathainghalage, L. Liu 

A Deep Dimensionality Reduction Method Based on Variational Autoencoder for Antibody 

Complementarity Determining Region Sequences Analysis ............................................................................ 116 

S. Khalilian, M. Isfahani, Z. Moti, A. Baloochestani, A. Chavosh, Z. Hemmatian 

Using Topological Data Analysis and RRT to Investigate Protein Conformational Spaces ............................ 126 

R. Dehghanpoor, F. Afrasiabi, N. Haspel 

EMG-Based Feature Extraction and Classification for Prosthetic Hand Control ............................................. 136 

R. Azhiri, M. Esmaeili, M. Nourani 

Machine Learning Techniques in Structure-Property Optimization of Polymeric Scaffolds for 

Tissue Engineering ........................................................................................................................................... 146 

Z. Wang, X. Xiao, S. Nukavarapu, S. Kumbar, S. Rajasekaran 

Comparative Single-Cell RNA-sequencing Cluster Analysis for Traumatic Brain Injury Marker 

Genes Detection ............................................................................................................................................... 155 

A. Addison, T. Obafemi-Ajayi 

Author Index 

 




